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Data Sheet 
 
Product Name: CancerSeq AMS Paraffin Tissue Curl 
 
Catalog No.: T2235152-AC    Lot No.: C202128 
 
Species:   Human   � Mouse     �  Rat      � Monkey (Rh)   � Guinea Pig   � Porcine            

   � Bovine   � Hamster  � Dog      � Monkey (Cy)   � Rabbit           � Plant     
 
Tissue Type: � Normal    Adult    � Fetal       Tumor      �Disease  � Cell line 
 
Tissue Name: Lung 
 
Donor Information:  
 

Male:                          year(s) old               
Female:         61         year(s) old 
   

Pathological Diagnosis: Adenocarcinoma, Peripheral, invasive to pleura 
 
Tumor Size:  diameter 4 cm 
 
Location: right upper lobe 
 
Components: 

1. 5 curls per package 
2. Certificate of Analysis 
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35 Genes Targeted 
 
 
AKT1 FGFR2 MAP2K1 
ALK FGFR3 MAP2K2 
AR GNA11 MET 
BRAF GNAQ MTOR 
CDK4 HRAS NRAS 
CTNNB1 IDH1 PDGFRA 
DDR2 IDH2 PIK3CA 
EGFR JAK1 RAF1 
ERBB2 JAK2 RET 
ERBB3 JAK3 ROS1 
ERBB4 KIT SMO 
ESR1 KRAS   

 
 
 
 
 
 
 
Details of Variants 
 

Column Header Definition 
Gene ID The Gene symbol for the gene located at this position 
Chrom The chromosome where the target region is located 
Position The genomic position of the variant in the build of the genome database 
Ref The reference allele of the variation 
Variant The alternate allele of the variation 
Allele Call The type of variation, either heterozygous or homozygous 
Frequency The percentage of reads for the sample that includes the variant 
Quality The quality score of the variant 
Type The variant type, which can be SNP, MNP, Ins, Del, and Complex 

Allele Source 
Listed as Hotspot for alleles found within the hotspots sequencing file and Novel for all other 
alleles 

Coverage The number of reads that cover the region 

Allele Name 
The allele name that is defined within the hotspots sequencing file (if Novel allele, then there is 
no name) 

 



C202128

Gene ID Chrom Position Ref Variant Allele Call Frequency Quality Type Allele Source Coverage Allele Name
MTOR chr1 11184582 T C Heterozygous 3.4 35 SNP Novel 235 ---
MTOR chr1 11184595 G A Heterozygous 44.9 1465 SNP Novel 236 ---
MTOR chr1 11184600 T C Heterozygous 7.2 105 SNP Novel 236 ---
MTOR chr1 11184601 T C Heterozygous 9.7 164 SNP Novel 236 ---
JAK1 chr1 65311182 C T Heterozygous 33.4 1930 SNP Novel 473 ---
JAK1 chr1 65312364 T G Heterozygous 2.9 23 SNP Novel 174 ---
ALK chr2 29416366 GT CC Heterozygous 1 9872 MNP Novel 487 ---
ALK chr2 29416366 G C Heterozygous 99 9872 SNP Novel 487 ---
ALK chr2 29416386 C T Heterozygous 26.1 1454 SNP Novel 499 ---
ALK chr2 29416410 G A Heterozygous 1 13 SNP Novel 490 ---
ALK chr2 29416623 G C Heterozygous 79.2 218 SNP Novel 24 ---
ALK chr2 29416655 T C Heterozygous 79.2 201 SNP Novel 24 ---
ALK chr2 29416663 T C Heterozygous 80 227 SNP Novel 25 ---
ALK chr2 29445458 G T Heterozygous 88 2065 SNP Novel 125 ---
ERBB4 chr2 212488764 C T Heterozygous 19.9 1167 SNP Novel 577 ---
ERBB4 chr2 212488766 C T Heterozygous 11.9 614 SNP Novel 656 ---
ERBB4 chr2 212488768 A G Heterozygous 1.2 11 SNP Novel 658 ---
PIK3CA chr3 178921472 G A Heterozygous 50.4 944 SNP Novel 127 ---
PIK3CA chr3 178928071 A G Heterozygous 9.3 90 SNP Novel 129 ---
PIK3CA chr3 178938875 T C Heterozygous 4.8 47 SNP Novel 189 ---
PIK3CA chr3 178938933 T C Heterozygous 6.2 69 SNP Novel 192 ---
PIK3CA chr3 178938939 A G Heterozygous 1.6 11 SNP Novel 192 ---
PIK3CA chr3 178947821 G A Heterozygous 20.6 1303 SNP Novel 627 ---
PIK3CA chr3 178947877 A G Heterozygous 4.5 122 SNP Novel 625 ---
PIK3CA chr3 178947883 A G Heterozygous 5.4 168 SNP Novel 625 ---
FGFR3 chr4 1797235 G A Heterozygous 16.8 536 SNP Novel 351 ---
FGFR3 chr4 1797292 A G Heterozygous 5.8 111 SNP Novel 361 ---
FGFR3 chr4 1797329 G A Heterozygous 23.3 890 SNP Novel 361 ---
FGFR3 chr4 1807894 G A Homozygous 100 1121 SNP Novel 63 ---
PDGFRA chr4 55097835 G C Homozygous 100 500 SNP Novel 33 ---
PDGFRA chr4 55104307 C T Heterozygous 31.2 268 SNP Novel 80 ---
PDGFRA chr4 55126176 C T Heterozygous 14.3 527 SNP Novel 441 ---
PDGFRA chr4 55126187 T C Heterozygous 1.4 11 SNP Novel 441 ---
PDGFRA chr4 55126201 C T Heterozygous 16.9 668 SNP Novel 437 ---
PDGFRA chr4 55126210 T C Heterozygous 1.4 11 SNP Novel 441 ---



PDGFRA chr4 55133687 T C Heterozygous 50 892 SNP Novel 122 ---
PDGFRA chr4 55133699 G A Heterozygous 50 892 SNP Novel 122 ---
PDGFRA chr4 55133726 T G Heterozygous 53.3 974 SNP Novel 122 ---
PDGFRA chr4 55133769 A G Heterozygous 2.5 14 SNP Novel 122 ---
PDGFRA chr4 55141055 A G Heterozygous 99.4 6588 SNP Novel 331 ---
PDGFRA chr4 55141052 CCCA TCCG Heterozygous 0.6 6588 MNP Novel 331 ---
PDGFRA chr4 55144166 C T Heterozygous 32.8 1517 SNP Novel 375 ---
PDGFRA chr4 55161904 C T Heterozygous 14.6 249 SNP Novel 206 ---
PDGFRA chr4 55161919 T C Heterozygous 2.9 26 SNP Novel 206 ---
KIT chr4 55529200 - A Heterozygous 53 587 INS Novel 83 ---
KIT chr4 55566266 G A Heterozygous 66 395 SNP Novel 47 ---
KIT chr4 55589731 C T Heterozygous 21.1 1228 SNP Novel 579 ---
KIT chr4 55592166 T C Heterozygous 7.8 107 SNP Novel 219 ---
KIT chr4 55592222 T C Heterozygous 4.1 43 SNP Novel 220 ---
KIT chr4 55593481 A G Heterozygous 25.1 1212 SNP Novel 423 ---
KIT chr4 55594232 T C Heterozygous 2.1 18 SNP Novel 233 ---
KIT chr4 55598871 G A Heterozygous 7.4 10 SNP Novel 27 ---
ROS1 chr6 117638380 G A Heterozygous 12.1 483 SNP Novel 503 ---
ROS1 chr6 117641060 C T Heterozygous 45 685 SNP Novel 111 ---
ROS1 chr6 117641066 C T Heterozygous 44.1 666 SNP Novel 111 ---
ESR1 chr6 152419932 T C Heterozygous 5.3 82 SNP Novel 282 ---
ESR1 chr6 152419965 C T Heterozygous 1.8 15 SNP Novel 284 ---
ESR1 chr6 152419976 C T Heterozygous 19.6 571 SNP Novel 281 ---
ESR1 chr6 152420019 C T Heterozygous 20.8 616 SNP Novel 279 ---
EGFR chr7 55199008 T C Heterozygous 1.6 13 SNP Novel 319 ---
EGFR chr7 55232969 G A Heterozygous 27.5 1396 SNP Novel 455 ---
EGFR chr7 55249019 C A Heterozygous 32.5 463 SNP Novel 117 ---
EGFR chr7 55249032 T C Heterozygous 19.7 230 SNP Novel 117 ---
MET chr7 116415139 T C Heterozygous 3.3 29 SNP Novel 180 ---
MET chr7 116415159 G A Heterozygous 31.8 639 SNP Novel 179 ---
SMO chr7 128846338 G A Heterozygous 16 1296 SNP Novel 898 ---
SMO chr7 128846343 C T Heterozygous 19.6 1745 SNP Novel 900 ---
SMO chr7 128846356 C T Heterozygous 6.2 299 SNP Novel 902 ---
SMO chr7 128846403 C T Heterozygous 3.9 135 SNP Novel 896 ---
SMO chr7 128849221 C T Heterozygous 44.7 1330 SNP Novel 219 ---
SMO chr7 128850299 A G Heterozygous 1.3 11 SNP Novel 626 ---
BRAF chr7 140476722 G A Heterozygous 2.1 14 SNP Novel 143 ---
BRAF chr7 140476884 T G Heterozygous 1.5 11 SNP Novel 260 ---



BRAF chr7 140481417 C T Heterozygous 99.2 2590 SNP Novel 128 ---
BRAF chr7 140481444 C T Homozygous 100 2634 SNP Novel 128 ---
BRAF chr7 140481455 C T Heterozygous 4.7 34 SNP Novel 128 ---
BRAF chr7 140482874 C T Heterozygous 20.8 130 SNP Novel 72 ---
BRAF chr7 140494233 A G Heterozygous 2.3 19 SNP Novel 219 ---
BRAF chr7 140494255 G A Heterozygous 10 156 SNP Novel 220 ---
BRAF chr7 140500247 G A Heterozygous 49.2 1824 SNP Novel 254 ---
BRAF chr7 140500269 G A Heterozygous 49.6 1836 SNP Novel 254 ---
BRAF chr7 140501312 G A Heterozygous 18.3 177 SNP Novel 104 ---
BRAF chr7 140507798 C T Heterozygous 14.9 1028 SNP Novel 784 ---
BRAF chr7 140507815 C T Heterozygous 14.6 1001 SNP Novel 786 ---
BRAF chr7 140507846 C T Heterozygous 15.5 1082 SNP Novel 780 ---
JAK2 chr9 5073767 T C Heterozygous 1.8 12 SNP Novel 166 ---
JAK2 chr9 5073812 - A Heterozygous 12.4 74 INS Novel 129 ---
JAK2 chr9 5073812 G A Heterozygous 31.1 529 SNP Novel 164 ---
RET chr10 43609129 T C Heterozygous 2 21 SNP Novel 403 ---
RET chr10 43613830 C T Heterozygous 1.6 17 SNP Novel 510 ---
RET chr10 43613843 G T Heterozygous 24.3 1355 SNP Novel 511 ---
RET chr10 43615668 AT TG Heterozygous 3.8 26 MNP Novel 106 ---
FGFR2 chr10 123247550 G C Heterozygous 36.7 785 SNP Novel 180 ---
FGFR2 chr10 123247591 C T Heterozygous 37.4 804 SNP Novel 179 ---
FGFR2 chr10 123312164 G A Heterozygous 25.8 814 SNP Novel 299 ---
FGFR2 chr10 123312188 T G Heterozygous 1 11 SNP Novel 308 ---
HRAS chr11 534287 G A Heterozygous 53.9 1723 SNP Novel 219 ---
KRAS chr12 25364817 C A Heterozygous 9.5 21 SNP Novel 42 ---
KRAS chr12 25386940 C T Homozygous 100 2081 SNP Novel 105 ---
KRAS chr12 25387267 A G Heterozygous 4.2 21 SNP Novel 96 ---
ERBB3 chr12 56477694 A C Heterozygous 2.7 2180 SNP Novel 110 ---
ERBB3 chr12 56477694 A T Heterozygous 97.3 2180 SNP Novel 110 ---
CDK4 chr12 58142057 A G Heterozygous 10.9 158 SNP Novel 202 ---
CDK4 chr12 58142135 G A Heterozygous 14.5 249 SNP Novel 207 ---
CDK4 chr12 58142152 G A Heterozygous 21 419 SNP Novel 205 ---
CDK4 chr12 58142328 C T Heterozygous 33.3 57 SNP Novel 24 ---
CDK4 chr12 58142946 C T Heterozygous 6.3 108 SNP Novel 284 ---
CDK4 chr12 58143284 A G Heterozygous 12 231 SNP Novel 241 ---
CDK4 chr12 58143332 T C Heterozygous 9.2 153 SNP Novel 240 ---
CDK4 chr12 58144573 G A Heterozygous 20.8 633 SNP Novel 313 ---
CDK4 chr12 58144627 A G Heterozygous 7.7 154 SNP Novel 324 ---



CDK4 chr12 58144665 C T Heterozygous 75.7 4146 SNP Novel 325 ---
CDK4 chr12 58144917 C T Heterozygous 15.4 223 SNP Novel 175 ---
CDK4 chr12 58144932 A G Heterozygous 5.1 50 SNP Novel 175 ---
CDK4 chr12 58145372 T C Heterozygous 2.1 14 SNP Novel 145 ---
CDK4 chr12 58145377 C T Homozygous 100 2694 SNP Novel 145 ---
CDK4 chr12 58145386 C T Homozygous 100 2713 SNP Novel 146 ---
CDK4 chr12 58145726 - G Heterozygous 16.8 593 INS Novel 549 ---
CDK4 chr12 58145726 A G Heterozygous 16.6 869 SNP Novel 553 ---
CDK4 chr12 58145777 C T Heterozygous 17.3 923 SNP Novel 578 ---
CDK4 chr12 58145955 T C Heterozygous 7.5 145 SNP Novel 321 ---
MAP2K1 chr15 66729198 G A Heterozygous 9.7 164 SNP Novel 238 ---
ERBB2 chr17 37868166 T C Heterozygous 4.9 27 SNP Novel 103 ---
ERBB2 chr17 37879657 C T Heterozygous 2.7 43 SNP Novel 528 ---
ERBB2 chr17 37879832 G A Heterozygous 41.3 1284 SNP Novel 230 ---
ERBB2 chr17 37879844 G A Heterozygous 42.2 1299 SNP Novel 230 ---
ERBB2 chr17 37879854 G A Heterozygous 29.8 1232 SNP Novel 228 ---
ERBB2 chr17 37879884 G A Heterozygous 42.6 1369 SNP Novel 237 ---
ERBB2 chr17 37880221 G A Heterozygous 9.6 172 SNP Novel 250 ---
ERBB2 chr17 37880315 G A Heterozygous 10 184 SNP Novel 251 ---
ERBB2 chr17 37880981 A G Heterozygous 2.8 27 SNP Novel 252 ---
ERBB2 chr17 37881523 T C Heterozygous 1.5 15 SNP Novel 454 ---
ERBB2 chr17 37881582 G A Heterozygous 29 1414 SNP Novel 427 ---
ERBB2 chr17 37882853 G A Heterozygous 20.9 179 SNP Novel 91 ---
ERBB2 chr17 37883147 T C Heterozygous 3.7 15 SNP Novel 82 ---
ERBB2 chr17 37883182 G A Heterozygous 98.8 1507 SNP Novel 82 ---
GNA11 chr19 3118967 C T Heterozygous 29.7 1314 SNP Novel 374 ---
JAK3 chr19 17945955 C T Heterozygous 98.3 2314 SNP Novel 118 ---
JAK3 chr19 17949162 G A Heterozygous 19.8 344 SNP Novel 187 ---
JAK3 chr19 17949186 C T Heterozygous 15.7 243 SNP Novel 185 ---
AR chrX 66866202 G A Heterozygous 44 1653 SNP Novel 266 ---
AR chrX 66915206 C T Heterozygous 28.1 1230 SNP Novel 377 ---
AR chrX 66915265 T C Heterozygous 4.4 77 SNP Novel 388 ---
AR chrX 66915287 C T Heterozygous 27.6 1242 SNP Novel 387 ---
AR chrX 66915288 T C Heterozygous 1.8 18 SNP Novel 387 ---
AR chrX 66941842 G A Heterozygous 1.2 14 SNP Novel 332 ---
AR chrX 66943528 A G Heterozygous 1.7 15 SNP Novel 286 ---
AR chrX 66943531 G A Heterozygous 22 648 SNP Novel 286 ---
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