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Data Sheet

Product Name: CancerSeq AMS Paraffin Tissue Curl
Catalog No.: T2235152-AC Lot No.: C201091

Species: EMHuman O Mouse 0O Rat [ Monkey (Rh) [ GuineaPig 0 Porcine
0 Bovine 0O Hamster 0 Dog 0O Monkey (Cy) 0O Rabbit O Plant

Tissue Type: 0 Normal B Adult [ Fetal B Tumor [ODisease O Cell line
Tissue Name: Lung
Donor Information:

Male: 55 year(s) old
Female: year(s) old

Pathological Diagnosis: Squamous cell carcinoma, central type. Grade 2-3. No pleural
invasion.

Tumor Size: 3x3x1.5cm
Location: right upper lobe
Components:

1. 5curls per package
2. Certificate of Analysis
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35 Genes Targeted

AKT1 FGFR2 MAP2K1
ALK FGFR3 MAP2K2
AR GNA11l MET
BRAF GNAQ MTOR
CDK4 HRAS NRAS
CTNNB1 IDH1 PDGFRA
DDR2 IDH2 PIK3CA
EGFR JAK1 RAF1
ERBB2 JAK?2 RET
ERBB3 JAK3 ROS1
ERBB4 KIT SMO
ESR1 KRAS

Details of Variants

Column Header

Definition

Gene ID The Gene symbol for the gene located at this position

Chrom The chromosome where the target region is located

Position The genomic position of the variant in the build of the genome database
Ref The reference allele of the variation

Variant The alternate allele of the variation

Allele Call The type of variation, either heterozygous or homozygous

Frequency The percentage of reads for the sample that includes the variant
Quality The quality score of the variant

Type The variant type, which can be SNP, MNP, Ins, Del, and Complex

Allele Source

Listed as Hotspot for alleles found within the hotspots sequencing file and Novel for all other
alleles

Coverage The number of reads that cover the region
The allele name that is defined within the hotspots sequencing file (if Novel allele, then there is
Allele Name no name)




GeneID [Chrom Position Ref Variant  |Allele Call Frequency |Quality [Type Allele Source |Coverage [Allele Name
MTOR chrl 11188036(A G Heterozygous 7.1 45|SNP Novel 254]---

MTOR chrl 11217302|G A Heterozygous 10.4 80[SNP Novel 212]---

JAK1 chrl 65311222]|G A Heterozygous 3.7 24|SNP Novel 1217{---

NRAS chrl 115256524|C T Heterozygous 6.4 47(SNP Novel 360]---

NRAS chrl 115256550(T C Heterozygous 3.6 12|SNP Novel 360]---

NRAS chrl 115256551|C T Heterozygous 4.4 20(SNP Novel 360(---

NRAS chrl 115258747(CC TT Heterozygous 4.4 8|MNP Hotspot 385|COSM12723
NRAS chrl 115258748|C T Heterozygous 4.4 9[SNP Hotspot 385|COSM563
ALK chr2 29416572|T C Homozygous 100 903|SNP Novel 62]---

ALK chr2 29432723|G A Heterozygous 3.9 14|SNP Novel 359]---

ALK chr2 29445302|G A Heterozygous 9.7 40|SNP Novel 103|---

ALK chr2 29445458(G T Homozygous 100 2640|SNP Novel 170]---

RAF1 chr3 12645680(G A Heterozygous 7.1 66|SNP Novel 409(---
CTNNB1 |[chr3 41266113|C T Heterozygous 97.4 458|SNP Hotspot 38|COSM5662
FGFR3 chra 1797294(G A Heterozygous 83.8 405|SNP Novel 37]---

FGFR3 chrd 1797708|C T Heterozygous 3.3 14|SNP Novel 1099|---

FGFR3 chra 1801139(G A Heterozygous 48.2 1418|SNP Novel 110{---

FGFR3 chrd 1801141|G A Heterozygous 43.6 1418|SNP Novel 110(---

FGFR3 chra 1801229(C T Heterozygous 4.3 11[SNP Novel 116|(---

FGFR3 chrd 1803600(C A Heterozygous 3.5 16|SNP Novel 893|---

FGFR3 chra 1803633(G A Heterozygous 4.7 44|SNP Novel 888]---

FGFR3 chrd 1806122(G A Heterozygous 5.2 44 SNP Novel 634]---

FGFR3 chra 1806148(G A Heterozygous 6.6 81|SNP Novel 635]---

FGFR3 chrd 1807834(G A Heterozygous 5.2 44|SNP Novel 615(---

FGFR3 chra 1807867(G A Heterozygous 11.6 261|SNP Novel 623]---

FGFR3 chrd 1807888|G A Heterozygous 3.7 14|SNP Novel 626|(---

FGFR3 chra 1807894(G A Homozygous 100 9904|SNP Novel 624]---

FGFR3 chrd 1808328(C T Heterozygous 3.9 21(SNP Novel 777|---

FGFR3 chra 1808333(C T Heterozygous 6.2 82|SNP Novel 776]---
PDGFRA |chrd 55097763|C T Heterozygous 24.5 251(SNP Novel 155]---
PDGFRA |chr4 55097767|C T Heterozygous 7.7 36|SNP Novel 156|---
PDGFRA |chr4 55097769(C T Heterozygous 22.9 227|SNP Novel 157(---
PDGFRA |chr4 55097835]|G C Heterozygous 93.8 2178|SNP Novel 161(---
PDGFRA |chrd 55104338(T A Heterozygous 8.1 14|SNP Novel 37(--
PDGFRA |chr4 55104352|C T Heterozygous 21.6 51|SNP Novel 37]---




PDGFRA |chr4 55126176(C T Heterozygous 14.4 72|SNP Novel 97|---
PDGFRA |chr4 55140997|G A Heterozygous 72.7 164|SNP Novel 22]|---
PDGFRA |chrd 55141055(A G Homozygous 100 289(SNP Novel 22(---
PDGFRA |chr4 55144119|C T Heterozygous 9.8 142|SNP Novel 461(---
PDGFRA |chr4 55144131(C T Heterozygous 4.7 27|SNP Novel 466|---
KIT chra 55566266|G A Heterozygous 72.7 163|SNP Novel 22]|---
KIT chrd 55592180(G A Heterozygous 13.8 196|SNP Novel 327|---
ESR1 chré 152419954 (C A Heterozygous 9.7 28|SNP Novel 62]---
ESR1 chré 152419977|G A Heterozygous 16.1 56[SNP Novel 62|---
EGFR chr7 55219906|G A Heterozygous 6.6 36|SNP Novel 167|---
EGFR chr7 55219981(C T Heterozygous 11.6 80(SNP Novel 172]---
EGFR chr7 55232974|G A Heterozygous 9.4 173|SNP Novel 631]---
MET chr7 116340214|G A Heterozygous 7.4 75|SNP Novel 433]|---
MET chr7 116398763(C T Heterozygous 39.5 417|SNP Novel 1241---
MET chr7 116415177|C T Heterozygous 14.3 60[SNP Novel 84|---
MET chr7 116423434(G A Heterozygous 4.6 26|SNP Novel 453]---
MET chr7 116423472|G A Heterozygous 12.1 210|SNP Novel 446|---
MET chr7 116434475(T C Heterozygous 66.7 217|SNP Novel 30]---
MET chr7 116434561|G T Heterozygous 17.2 28|SNP Novel 29]|---
SMO chr7 128845536(G A Heterozygous 4.5 12|SNP Novel 110{---
SMO chr7 128846346|C T Heterozygous 6 57(SNP Novel 547|---
SMO chr7 128846361(C T Heterozygous 6.2 61|SNP Novel 551]---
SMO chr7 128849182|C T Heterozygous 6 22|SNP Novel 151(---
BRAF chr7 140434432(G A Heterozygous 71.7 485|SNP Novel 60]---
BRAF chr7 140482842|G A Heterozygous 81.6 401|SNP Novel 38|---
BRAF chr7 140494271|G A Heterozygous 11.9 55|SNP Novel 101{---
BRAF chr7 140500260|G A Heterozygous 4.5 36[SNP Novel 826]---
BRAF chr7 140500266 (|G A Heterozygous 3.4 14|SNP Novel 827]---
BRAF chr7 140500267|G A Heterozygous 3.6 18|SNP Novel 827|---
BRAF chr7 140500277|G A Heterozygous 54 61|SNP Novel 829]---
GNAQ chr9 80412483|G A Heterozygous 12.9 41|SNP Novel 62(---
RET chr10 43609167|C T Heterozygous 43 414|SNP Novel 100{---
RET chr10 43609935|G A Heterozygous 41 12|SNP Novel 169]---
RET chr10 43613842|T G Heterozygous 3.8 13|SNP Novel 346]---
RET chr10 43613843|G T Heterozygous 13.5 204 (SNP Novel 347|---
RET chr10 43613871|C T Heterozygous 14.2 221|SNP Novel 344]---
FGFR2 chr10 123258008(C T Heterozygous 19 205(SNP Novel 189]---
FGFR2 chr10 123258041 (A G Heterozygous 3.8 10[SNP Novel 183|---




FGFR2 chr10 123279674|G A Heterozygous 59.6 292(SNP Hotspot 52({COSM537801
FGFR2 chr10 123279710(A G Heterozygous 5.9 13|SNP Novel 51]---
FGFR2 chr10 123306108|A G Heterozygous 13.8 20(SNP Novel 29(---
KRAS chr12 25378587|A G Homozygous 100 256|SNP Novel 20]---
ERBB3 chrl2 56477694 (A T Heterozygous 48.6 167[SNP Novel 37|---
ERBB3 chr12 56478812|G A Heterozygous 41.7 192|SNP Novel 48]---
ERBB3 chrl2 56482307|G A Heterozygous 19.4 166 SNP Novel 144(---
ERBB3 chr12 56482323|C T Heterozygous 36.4 446|SNP Novel 143|---
CDK4 chrl2 58142121|G A Heterozygous 333 84|SNP Novel 33|---
CDK4 chr12 58142889|C T Heterozygous 6 38|SNP Novel 335]---
CDK4 chrl2 58142895(C T Heterozygous 13.9 208|SNP Novel 337]|--
CDK4 chr12 58142938|C T Heterozygous 4.7 23|SNP Novel 341]---
CDK4 chrl2 58145951(C T Heterozygous 4.1 38|SNP Novel 1405|---
MAP2K1 |chrl5 66729133]A G Heterozygous 13.2 28|SNP Novel 38]---
MAP2K1 |chrl5 66774147 (A G Heterozygous 5.7 14|SNP Novel 70]---
ERBB2 chrl7 37872371|C T Heterozygous 29.7 255|SNP Novel 118{---
ERBB2 chrl7 37879632|G A Heterozygous 3.1 13|SNP Novel 1407|---
ERBB2 chrl7 37879884|G A Heterozygous 3.6 20|SNP Novel 1079(---
ERBB2 chrl7 37881044 (A G Heterozygous 5.6 24|SNP Novel 215]---
ERBB2 chrl7 37881049|C T Heterozygous 21.9 285|SNP Novel 215]---
ERBB2 chrl7 37881584(C T Heterozygous 37.2 405|SNP Novel 129(---
ERBB2 chrl7 37882901|G A Heterozygous 28.1 185|SNP Novel 89]---
ERBB2 chrl7 37883130(C T Heterozygous 43.1 274|SNP Novel 72|---
ERBB2 chrl7 37883243|G A Heterozygous 4.4 11[SNP Novel 91]---
GNA11 chrl9 3115003|C T Heterozygous 65.3 389|SNP Novel 49(---
GNA11 chr19 3115082|G A Heterozygous 34 150(SNP Novel 50]---
GNA11 chrl9 3115099|G A Heterozygous 28.6 115|SNP Novel 49]---
MAP2K2 |chrl9 4117528|G A Heterozygous 254 329|SNP Novel 189|---
JAK3 chrl9 17948812|C T Heterozygous 44 588(SNP Novel 141]---
JAK3 chr19 17949157(G A Heterozygous 3.5 16(SNP Novel 882]---
JAK3 chrl9 17949177|G A Heterozygous 3.5 15|SNP Novel 887|---
AR chrX 66799270(T C Heterozygous 5.2 12|SNP Novel 58|---
AR chrX 66866218(G A Heterozygous 75 411|SNP Novel 44]---
AR chrX 66906908 (T C Heterozygous 5.1 18|SNP Novel 177(---
AR chrX 66906918 (T C Heterozygous 6.9 32|SNP Novel 175(---
AR chrX 66943578|C T Heterozygous 10.6 149|SNP Novel 416|---
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